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SUPPLEMENTARY INFORMATION
1) Primers and Barcode Sequences used
Forward Primer

The underlined sequence below is 454 Life Sciences® primer B, and the bold sequence is the bacterial primer 27f. The TC,
in italics, is a two-base linker sequence that helps to mitigate any effect the composite primer might have on PCR efficiency.

(454B)-27F 5’-GCCTTGCCAGCCCGCTCAGTCAGAGTTTGATCCTGGCTCAG-3’
Reverse Primer

The underlined sequence is 454 Life Sciences® primer A, and the bold sequence is the bacterial primer 338r. The next
eight-base sequence designates the barcode and the “CA”, in italic, is a linker between the barcode and rRNA primer that helps
to mitigate any effect the composite primer might have on PCR efficiency.

Al- 5’GCCTCCCTCGCGCCATCAGAACCAACCCATGCTGCCTCCCGTAGGAGT 3
A2- 5’GCCTCCCTCGCGCCATCAGAACCAAGGCATGCTGCCTCCCGTAGGAGT 3
A3- 5’GCCTCCCTCGCGCCATCAGAACCATCGCATGCTGCCTCCCGTAGGAGT 3
A4- 5’GCCTCCCTCGCGCCATCAGAACCATGCCATGCTGCCTCCCGTAGGAGT 3
A5- 5’GCCTCCCTCGCGCCATCAGAACCGCATCATGCTGCCTCCCGTAGGAGT 3
A6- 5’GCCTCCCTCGCGCCATCAGAACCGCTACATGCTGCCTCCCGTAGGAGT 3
AT- 5’GCCTCCCTCGCGCCATCAGAACCGGAACATGCTGCCTCCCGTAGGAGT 3
A8- 5’GCCTCCCTCGCGCCATCAGAACCGGTTCATGCTGCCTCCCGTAGGAGT &
A9- 5’GCCTCCCTCGCGCCATCAGAACCTACGCATGCTGCCTCCCGTAGGAGT 3
Al10- 5°'GCCTCCCTCGCGCCATCAGAACCTAGCCATGCTGCCTCCCGTAGGAGT 3
All- 5GCCTCCCTCGCGCCATCAGAACCTTCCCATGCTGCCTCCCGTAGGAGT 3

Al2- 5°'GCCTCCCTCGCGCCATCAGAACCTTGGCATGCTGCCTCCCGTAGGAGT 3
Al3- 5°'GCCTCCCTCGCGCCATCAGAACGAACGCATGCTGCCTCCCGTAGGAGT &
Al4- 5°GCCTCCCTCGCGCCATCAGAACGAAGCCATGCTGCCTCCCGTAGGAGT &
Al5- 5°GCCTCCCTCGCGCCATCAGAACGATCCCATGCTGCCTCCCGTAGGAGT 3
Al6- 5GCCTCCCTCGCGCCATCAGAACGATGGCATGCTGCCTCCCGTAGGAGT 3’
Al7- 5GCCTCCCTCGCGCCATCAGAACGCCATCATGCTGCCTCCCGTAGGAGT 3
Al8- 5'GCCTCCCTCGCGCCATCAGAACGCCTACATGCTGCCTCCCGTAGGAGT 3
Al9- 5°GCCTCCCTCGCGCCATCAGAACGCGAACATGCTGCCTCCCGTAGGAGT &
A20- 5°GCCTCCCTCGCGCCATCAGAACGCGTTCATGCTGCCTCCCGTAGGAGT 3




